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Problem

Limited toolset available
for transforming billions
of rows of data

Background
‘ National COVID Cohort Collaborative

N3C is one of the
largest collections

of clinical data for
COVID-19
research in the
United States [1].

* Generates > 120 commonly
used variables

@ N3C Logic Liaisons [2]
2915
* Significant missing
data elements without

tools to characterize
and clean data

Provide rapid ways to
transform raw information into
usable facts
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Provides method for quickly
adding custom elements
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Utilizes specific Concept
Sets (lists of key variables
from standard
vocabularies)

Data Partner
Characteristics

Overall Quality Templates

+ Data Density by Site
and Domain
+ Whitelist Filtering

Fact Table Templates

* Confirmed Covid
Positive
+ All Patients

Ancillary Fact Templates

+ Combined Variables
+ CCI
+ Study-specific Fact

Ancillary Quality Templates

+ Systematic
Missingness

+ SDoH Indexing + Fact Density by Study
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After being documented and peer-reviewed for quality, templates are published to the N3C Knowledge
store where they can be accessed by the entire N3C community along with ancillary templates to augment,
examine, and clean the data prior to analysis. The application of these templates throughout the research
process are illustrated in the figure above.
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Question 1
Result

Future Direction

* Expansion to include more
sources such as linked
Medicare and Medicaid
claims data.

Discussion

Eliminated redundant efforts and
accelerated project timelines with
flexibility to fit custom needs.

Confirmed COVID+ Patients .

Fact Table Template
(released in October 2021)

65 teams = 315 uses

All Patients Fact Table Template
(released May 2022)

49 teams = 110 uses

Aligned key definitions of COVID-
associated hospitalization, SARS-
COV?2 vaccination, COVID-19
reinfection, etc.

* Produce disease agnostic
version of templates for use
in the N3C Clinical Pilot
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